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Fig.1. 

NHS76VH* Translated Sequence 



Sequence Range: 1 to 351 

10 20 30 40 50 60 

CAGGTGCAGCTGCAGGAGTCCGGCCCAGGACTGGTGAAGCCTTCGGAGACCCTGTCCCTC 
GTCCACGTCGACGTCCTCAGGCCGGGTCCTGACCACTTCGGAAGCCTCTGGGACAGGGAG 

QVQLQESGPGLVKPSETLSL> 20 
TRANSLATION OF NHS76VH* [A] 

70 80 90 100 110 120 

ACCTGCGCTGTCTCTGGTTACTCCATCAGCAGTGGTTACTACTGGGGCTGGATTCGGCAG 
TGGACGCGACAGAGACCAATGAGGTAGTCG TCACCAATGATGACCCCG ACCTAAGCCGTC 

TCAVSGY SIS Is G Y Y W G| W I R Q> CDRl 40 
TRANSLATION OF NHS76VH* [A] > 

130 140 150 160 170 180 

CCCCCAGGGAAGGGGCTGGAGTGGATTGGGAGTATCTATCATAGTGGGAGCACCTACTAC 
GGGGGTCCCTTCCCCGACCTCACCTAACCC TCATAGATAGTATCACCCTCGTGGATGATG 

PPGKGLEWIG ISIYHSGST Y~V> CDR2 60 
TRANSLATION OF NHS76VH* (A] > 

190 200 210 220 230 240 

AACCCGTCCCTCAAGAGTCGAGTCACCATATCAGTAGACACGTCCAAGAACCAGTTCTCC 
TTGGGCAGGGAGTTCTCA GCTCAGTGGTATAGTCATCTGTQCAGGTTCTTGGTCAAGAGG 

N P S L K S| RVTISVDTSKNQFS> 80 
TRANSLATION OF NHS76VH* [A] > 

250 260 270 280 290 300 

CTGAAGCTGAGCTCTGTGACCGCCGCAGACACGGCCGTGTATTACTGTGCAAGAGGGAAG 
GACTTCGACTCGAGACACTGGCGGCGTCTGTGCCGGCACATAATGACACGTTCT CCCTTC 

LKLSSVTAADTAVYYCAR |G K> CDR3 100 
^TRANSLATION OF NHS76VH* [A] > 

310 320 330 340 350 
TGGTCGAAGTTTGACTATTGGGGCCAAGGCACCCTGGTCACCGTCTCTTCA 
ACCAGCTTCAAACTGATA ACCCCGGTTCCGTGGGACCAGTGGCAGAGAAGT 
W S K F D Y| WGQGTLVTVS S> 
TRANSLATION OF NHS76VH* [A] > 



wo 00/01822 



1 ■»»«». ij n 



If" JJ Ji 



PCT/GB99/02123 



2/8 



Fig.2. 

NHS76VL* Translated Seciuence 



Sequence Range: 1 to 324 

10 20 30 40 50 60 

TCCTCTGAGCTGACTCAGGACCCTGCTGTGTCTGTGGCCTTGGGACAGACAGTCAGGATC 
AGGAGACTCGACTGAGTCCTGGGACGACACAGACACCGGAACCCTGTCTGTCAGTCCTAG 

SSELTQDPAVSVALGQTVRI> 20 
TRANSLATION OF NHS76VL* [A] > 

70 80 90 100 110 120 

ACATGCCAAGGAGACAGCCTCAGAAGCTATTATGCAAGCTGGTACCAGCAGAAGCCAGGA 
TGTACG GTTCCTCTGTCGGAGTCTTCGATAATACGTTCG ACCATGGTCGTCTTCGGTCCT 

T C IQGDSLRSYYASI W Y Q Q K P G> CDRl 40 
TRANSLATION OF NHS76VL* (A] > 



130 140 150 160 170 180 

CAGGCCCCTGTACTTGTCATCTATGGTAAAAACAACCGGCCCTCAGGGATTCCAGACCGA 
GTCCGGGGACATGAACAGTAGATA CCATTTTTGTTGGCCGGGAGT CCCTAAGGTCTGGCT 

QAPVLVIY IG K N N R P G I P D R> CDR2 60 
TRANSLATION OF NHS76VL* [A] > 



190 200 210 220 230 240 

TTCTCTGGCTCCAGCTCAGGAAACACAGCTTCCTTGACCATCACTGGGGCTCAGGCGGAA 
AAGAGACCGAGGTCGAGTCCTTTGTGTCGAAGGAACTGGTAGTGACCCCGAGTCCGCCTT 

FSGSSSGNTASLTITGAQAE> 80 
TRANSLATION OF NHS7 6VL* [A] > 



250 260 270 280 290 300 

GATGAGGCTGACTATTACTGTAACTCCCGGGACAGCAGTGGTAACCATGTGGTATTCGGC 
CTACTCCGACTGATAATGACA TTGAGGGCCCTGTCGTCACCATTGGTACACCAT AAGCCG 

D E A D Y Y C IN S R D S S G N H V VI F G> CDR3 100 
^TRANSLATION OF NHS76VL* [A] > 



310 320 
GGAGGGACCAAGCTGACCGTCCTA 
CCTCCCTGGTTCGACTGGCAGGAT 
GGTKLTVL> 
TRANSLATION OF NH > 
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Fig.5A. 



NHS19 F(ab')2 
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NHS19F(ab')2 
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Fig.7A. 




1 



4 - 5 6 7 8 



Rajl (human) 
NSO (mouse) 
JTC-19(rat) 
JH4 (guinea pig) 
Histone HI (bovine) 



6 Histone H2A (bovine) 

7 Histone H2B (bovine) 

8 Histone H3 (bovine) 

9 Histone H4 (bovine) 
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Fig.7B. 




1 Raji (human) 

2 NSO (mouse) 

3 JTC-19 (rat) 

4 JH4 (guinea pig) 

5 HIstone H1 (bovine) 



6 Histone H2A (bovine) 

7 Histone H2B (bovine) 

8 Histone H3 (bovine) 

9 Histone H4 (bovine) 
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Fig.7C. 




1 234-56789 



1 Raji (human) 6 Histone H2A (bovine) 

2 NSO (mouse) 7 Histone H2B (bovine) 

3 JTC-19 (rat) 8 Histone H3 (bovine) 

4 JH4 (guinea pig) 9 Histone H4 (bovine) 

5 Histone H1 (bovine) 



